Addressing the hurdles In detecting alpha/beta-specific antibodies and the impact
of limited bead coverage on accurate interpretation of the Iimmunizing epitope
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ABSTRACT

Virtual crossmatch (VXM) Is
widely used as the final
Immunological risk assessment
prior to solid organ

transplantation. Accurate antibodies were likely directed to the 84QL - HHHHHHHHHHH e
antibodies identification Is critical (DQ2/4/7/8/9) epitope (Fig 1). 0
?ngpnli:if;mztergt(;?i%rnssflchzur(])g ’vs Interestingly, LC-SAB demonstrated a single -

P P positive DQ6 bead (Fig 2). .

beta-specific antibodies can
severely impact vXM results.
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second transplant. Based on the positive
specificities, we determined that his class |

w0002 BT R EEREEEE

DQA1 ’
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