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Background

HLA molecular typing must be converted to antigen equivalency

AIM

We aimed to Investigate the discrepancies In the HLA-

Table 1: SAB and SXM Results

minimal variation between the two antigens.

. . . . : - SAB Neat SAB 1:2 MFl | SAB 1:4 MFI
and entered into the United Network for Organ Sharing (UNOS)  DRBI1*03:05 antigen equivalency report. SR17 7200 =2 3.200 3.100
system. Two different serological equivalencies were assigned to METHODS DR18 5,100 2,800 2,600
the molecular typing of HLA-DRB1*03:05 (Figure 1) that could DREB1703:05 T-cell | Negative Negative Negative
, , ) , : o : DRB1*03:05 B-cell | Positive Negative Negative
resylt in variable entries in UNOS. We screened 705 samples with DR17 and DRI8 reactivity using DRB1%03:01 T-cell | Negative Negative Negative
Figure 1: HLA-DRBI*03:05 by HLA Dictionary single antigen bead (SAB) class Il test and found comparable | brRB1*03:01 B-cell Positive Positive Negative
S MFI| strengths amongst the two DR17 and DRI18 beads. We | DRB1%03:02 T-cell | Negative Negative Negative
: : . : : DRB1*03:02 B-cell | Positive Positive Negative
e o— e S identify a DR17 and DRI18 positive serum with approximate MF|
- : . 4 strengths of 7200 and 5100 respectively. DISCUSSION
HLA Dictionary We performed SAB test for class |l at neat, 1:2, and 1:4 dilutions The antigen equivalency to HLA molecular typing
Eipert Assigned Type: 3 o e Tre = to determine If they react differently. must be entered into UNOS system based on the
el Betwork Ao Tipe: DR17 We performed surrogate flow cytometry crossmatch (SXM) with World Marrow Donor Association (WMDA) antigen

table, the HLA Dictionary, UNOS-provided tables,
and the Organ Procurement and Transplantation
Network (OPTN) conversion guidelines. However,
discrepancies In data from these sources can lead

an HLA-DRB1*03:05 donor and compared to results from donors
with HLA typing of DRB1*03:01 and DRB1*03:02.

RESULTS

These discrepancies could result in variable entries into UNOS
system. The 2023 OPTN national data shows that non-Hispanic
Whites (CAU) represent the majority of the deceased donors

followed by Blacks (AFA) and Hispanics (Figure 2). It was The mature protein sequence alignment for DRBI*03:05, to variability in converting certain alleles.

demonstrited that the most common carriers of DR31*03:O1 DRB1*03:01 (DR17) and DRBT*03:02 (DRI8) reveals that oOur results show that DR17 and DRI8 are diluted
and DRB1*03:02 are CAU and AFA respec.tlvely.. 3Iock|ng the DRBI*03:05 differs from DRI17 only at position 86 (glycine VS out at a similar rate when tested with SAB || test.
DR3 broad group in UNET could potentially limit access to valine). In contrast, DR18 has phenylalanine, glutamic acid, and  crossmatch  results have shown no  discernible
donors. While this may reduce risks for patients, it could also tyrosine at positions 26, 28, and 47 (Figure 3). differences  between DR17 and DRIS  when

disadvantage recipients awalting transplants by excluding the
most common haplotypes in CAU and AFA populations.

surrogated with DRBI1*03:05 cells. Although more

Figure 3: Alignment for HLA-DRB1*03:05, DR17, and DR18

testing Is needed to draw a conclusion, these

Figure 2: Deceased donor pool distribution by ethnicity _ ) . ’ - " : Tl:l ED ” - results are partially Squorting the recent decision
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(0 e et 1 I E DR3 equivalent to itself. However, calling DR3 might
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Blocking the most common haplotypes among
Caucasians (Al B8 DRI17) and African Americans

(A30 B42 DRI8) that are bearing DRI17 and DRI8
Mmight largely minimize access to many donors.
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OPTN National Donors

disadvantageous for minorities' recipients awaiting
solid organ transplants. More research Is needed to
Improve our testing tools to differentiate DRI17 from
DRI18 to accurately convert molecular typing to
antigen level.

We found that the reactivity remained similar between the
DR17 and DRI18 beads across all dilutions (Table 1), implicating

B White mBlack ® Hispanic




