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BACKGROUND RESULTS
Comprehensive and accurate human Analysis N— -
IeUKOCyte antlgen (HLA) typmg Wlthm a Search Samples linked to this patient ID
short turnaround time is a crucial initial step Patient AKFH139 2306H285312 6/13/2023
for allocating deceased donor (DD) organs Sample zsvorzso312 o
for tranSplantatiOn. Erroneous HLA typlng Test  QTYPE 11/E063 (O560)
Of DDS can have Catastrgphic Instrument QuantStudio(TM) & Flex System Plate ID 20230613_110857 DPB1°40: 01:02¢? / DPB1*41: 01:02¢? / DPB1°44: 01e? / DPB1746: 01:02€?
, , .. Data file E063_10114_2306H285312_AKFH13 Testfot QTYPE 11/E063 Rev 01 C: ;:; ) 17 1
consequences, resultlng N reC|p|ent death, CCfie CC CCB3 RT2 041323 txt Typing kit File Typingkit QTYPE_ 20230320 vda TE7 TDPBTGS. 01 I*70- 01e2/ DI DPB1*73: 01
failed transplantations, and organ Wastage 12345678 9101112131415161718192021222324 DPB1°82: 01e? / DPB1'83: 01e?/ DPB1°84: 01e?/DPB1'85: 01:02¢7/
_ _ AOOOS®S O OO0 0O E LSDPB-021.1 @ | DPB1°03:01:01:01/ DPB1*06: 01:01:012 DPB1*14: 01:01:01 | DPBI'20:
due to inappropriate donor matches. The - "o - o ota e e kv G
real-time polymerase chain reaction - L - 0101 12601 140/ DPB 20 0101020.01 50/ DPBY25 01 P18
method (RT-PCR) is widely used as the F0000000000000000000088E rers: e D 1 Do Ot e
primary method for HLA typing of DDs due ;ggggggggg 00000000008 GEC ' oo DpG
to its simplified workflow. We concurrently HOBOOOOBOB 000000000000 BE
g . LSDPB-059.1 DPB1*03: 01:01:01 f DPB1*00: 01:01:0172 / DPB1*14: 01:01:01 f DPB1* 20
utilize two RT-PCR trays (LinkSeq from | OO000000ORMOO00000000 O LS T
N+Tololololelele - [*1+]el I Y J+[-T+T-T-J@! - - - R Tl S S e L S
One Lambda and QTYPE from CareDx) for KOOOOOOOOB 0000000000088 . Well P20
Y- 1 T+lololeloleolel Jol+ Ol I I Yerer - - -
all DD V\li?lrkup;\ to Cej.nhanc:e th.e accuracy of N O00000000H00000000000B8E
N -N-
Our Workrow. Anhy discrepancies UG‘GGOQG‘G"G"‘D"G - Table 1. Comparison of alleles by assay that are negative for
encountered between the two test results S 900000000000R000000 . 1 (eircled
N lole] -oleolelelel - 1-1eole]l - 1- 1 - 1 1 1'1le - - DPB1*61:01Ne denoting “?” (circled in red).
are resolved using SSP (Olerup from = 500 B ruite e
CareDX).
Allele 1 'DPB1*04:01:01:01 « Allele 2 pPB1%61:01N

METHODS AND TESTING Figure 1. Olerup QType HLA typing res_ults_ showing :Ehat all
wells are accounted for allele combination DPB1*04:01, : | T |
In this case, we encountered a DD with "61:01N. — i e
inconsistent DPB1 typing results from two — p B [em— -
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yielded ambiguous DPB1 typing, showing b aT——_ o e sononson R
Group 1 — EDP03 > 1Ch DPB1%104:01:01  ||DPB1%*844 : 01N
DPB1*04:01, *25:01, or DPB1*04:01, o1 — opevoraine W>| o o = eseioiioices [N i
*545:01, or DPB1*04:01, *61:01N. On the ;
other hand, the LinkSeq tray assigned a D @ .
rare DPB1*04:01, *61:01N typing, but the : B e
three wells specific to DPB1*61:01N were . §o00c885000000000000888 == T —— o o
clearly negative. Upon closer examination . SCOOBONOS0000S CODBOSOBS : I
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that th*ere_ was a N S‘fﬁ'x for _ Figure 2. Linkage SureTyper HLA typing results showing that o eoriconior o
DPB1 .61 01N, md'Ca_t'_ng anertath_ | wells 02, P6, and P20 are negative for DPB1*61:01Ne E S
regarding allele amplification or reactivity at (highlighted in yellow) with well 110 (circled in red) being _ o
the primer location by the analysis unique for DPB1761:01Ne. = | o o

software. To verify this null allele, a DPB1

gSSP tray was utilized, confirming the typing Figures 4a and 4b. Confirmation of DPB1*61:01N

Figure 3. Gel
9 typing by AlloSeq Tx NGS HLA typing method by

as DPB1*04:01, *61:01N. Null alleles are image of SSP - ’

tvoicallv recorded as blank or “No Anfigen HLA typing showing that on !Exon 2, position 258, codon 57

YP V' | | 9 results for and Exon 2, position 284, codon 66 ar_e for alleles
Detected” in UNET. However, since this null DPB1*04-01 DPB1725:01 and DPB17545:01, respectively.

allele was rare, we reported as “Other (wells 3, 4, 8,

allele,” and the Organ Procurement 11,22, 60, 82,

Organization (OPO) was informed to 23;3);1”%1_01N CONCLUSION

ensure a prospective crossmatch for organ (wells 1,2,16,  This case demonstrates that employing two concurrent
allqcatlon.fSUbsequent rgtrospectl\;e NGS AN ;g) 20, 'methods when conducting DD typing is the optimal
typmg*cor.\ |rm*ed jche assignment o o ed i rod approach to obtain accurate results and instill greater
bPB1704:01, "61:01N. confidence in reporting rare alleles in a timely manner.




