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Donor specific antibodies to DQ antigens are rare in DR antigen matched kidney transplants
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Kidney-only transplants from a single center (n=1,499)

*Mismatches in red; high resolution typing available for two donors. *Low probability of DRB1 MM for these transplants.
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SR * Nearly all instances of de novo DQ DSA also had a DRB1 antigen or probable DRB1 allele mismatch.
!  We hypothesize the risk of de novo DQ DSA is enhanced by DR mismatching, with an unadjusted hazard ratio of 1.626.
Studied (n=1,352) * Further increasing allocation priority for DR antigen matching may have an unanticipated benefit of reducing de novo DQ
DSA.
l l  We are leading a multicenter study to refine associations of HLA mismatching with allograft survival and DSA formation.
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