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Fig. 4. Enrichment plot: BIOCARTA_VDR_PATHWAY Fig. 5. Enrichment analysis by Enrichr
(BioCarta and Reactome databases)

Conclusion and discussion

in conclusion, comparing the gene expression profile in very young women with
breast cancer in South Korea, with early-stage tumors and more advanced-stage
tumors showed dysregulation in Platelet, Drug Metabolism, and Vitamin D
DEck Receptor Pathways.
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B Early-stage tumors (0/1) late-stage tumors (2/3) luminal type is more dominant among the mostly white TCGA participants.
Korean l l l

UCKL1 might be an important gene in the transition from early- to late-stage in
BrCA in younger patients
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