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PURPOSE RESULTS
Oral mucositis (OM) s a toxic side effect during hemgtop0|-et|c cell transplant (HCT) gnd a rlsk fa_ctqr for bloodstream infections Site-specific microbial community changed based on oral mucositis score
(BSI) as the compromised mucosa becomes susceptible sites for bacterial translocation. Higher incidences of OM and BSI are
observed with poor oral health and oral microbial dysbiosis is suggested to be associated with OM, but the specific role of the oral A. Sampling site B. Buccal mucosa Tongue Plaque
microbiome in OM and BSI pathogenesis is not fully understood. We aimed to characterize the oral microbiome in HCT recipients . Blood —— OM grade OM grade
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Subject recruitment Clinical exam and sample collection Microbiome sequencing - - | Oral samples (plague, buccal mucosa, tongue swabs) from all subjects and blood from BSI-positive subjects were collected for 16S rRNA
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A) Grading of oral mucositis by National Cancer Institute CTCAE: 1= asymptomatic or mild symptoms, no intervention, 2= moderate pain or ulcer . . &’ 1
. . ; _ . SR — . . . . . _ A) Number of BSI events observed in our pilot study. 0.1~ 0.1- 0
that doesn't interfere with oral intake; modified diet indicated, 3= severe pain, interfering with oral intake. B) Oral plaque index: amount of tooth V2: Dav -1 to +3 HCT- V3: Dav +5 to +8 post-HCT: 1 ® 3 O
surface covered by debris/stain: 0= none, 1= <1/3, 2= >1/3 to <2/3, 3= >2/3. C) Miyazaki tonque coating index: extent of dorsal tongue surface v 4j Af?y 110 o pOSt;b . ’ d'. I?y O *0 Post- ’ 1 1 L 1
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Asterisk: statistically significant differences when compared to V1, baseline. = p < .05, ™ p = .001 C) Blood microbial profile of select (+) BSI subjects. Blood Buccal mucosa Tongue  Plaque Blood Buccal mucosa Tongue  Plaque
16S rRNA sequencing was performed in blood
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